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Searched: 1 s 

Total number of hit 



.sfying chosen parameters: 



.mum Match 0% 
.mum Match 100% 
.ing first 45 sur 



; derived by analys: 
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: the total score dis 
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ALIGNMENTS 



RESULT 1 
AE-00-10-62-1 

; Sequence 1, Application AE/001062 

; GENERAL INFORMATION 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; TITLE OF INVENTION: 

; FILE REFERENCE: 

; CURRENT APPLICATION NUMBER: AE/001,0621 
; CURRENT FILING DATE: 

; PRIOR APPLICATION NUMBER: 00/10621 

; PRIOR FILING DATE: 

; PRIOR APPLICATION NUMBER: 

; PRIOR FILING DATE: 

; PRIOR APPLICATION NUMBER: 

; PRIOR FILING DATE: 

; NUMBER OF SEQ ID NOS : 

; SOFTWARE: Patentln version 3.5 

; SEQ ID NO 1 

; LENGTH: 

; TYPE : DNA 



; ORGANISM: Ar chaeoglobus profundus 
AE-00-10-62-1 



latch 53.0%; Score 1822.5; DB 1; Length 618; 

ical Similarity 61.0%; Pred. No. 0; 

389; Conservative 0; Mismatches 214; Indels 35; Gaps 17; 

1 ATGATTGCTGGGATAGACGAAGCTGGAAAAGGACCTGTAATAGGCCCTCTTGTAATATGC 6 0 

1 ATGAAGGCAGGCATCGATGAGGCTGGAAAGGGCTGCGTCATCGGCCCACTGGTTGT-TGC 5 9 

61 -GGAGIACTGTGCGATGAAGAGACCGTAGAATACTTGAAGAGCGIAGGCGTTAAAGAIIC 119 

60 AGGAGTGGCTTGCAGCGATGAGG — AT AG GCTGAGAAAGC-TTGGTGTGAAAGACTC 113 

120 AAAGAAGC T GGATAGGAGGAAGAGAGAGGAAC T T T ACAAT ATCAT AAAAT CGC T T T GCAA 179 

114 CAAAAAGC TAAGTCAGGGGAGGAGAGAGGAACTAGCCGAGGAAAT AAGGAAAAT C T GCAG 173 

180 GGTTAAGGTATTGAAAATATCTGTCGAGGATTTGAACAGGTTAATGGAATACATGAGTAT 239 

174 AACGGAGGTTTTGAAAGTTTCTCCCGAAAATCTCGACGAAAGGATGGCTGCTAAAACCAT 233 

2 40 AAATGAAATCTTGAA-GAGAGCTTACGTTGAAATAATAAGGTCT TTGATGCCTAAA 294 

23 4 AAACGAGATTTTGAAGGAGTGC-TACGCTGAAATAAT TCTCAGGCTGAAGCCGGAA 288 

2 95 GTTGTGTACATAGACTGTCCAGATATTAATGTGGAGAGATTTAAGCACGAAATAGAGGAG 35 4 

2 8 9 ATTGCTTATGTTGACAGTCCTGATGTGATTCCCGAGAGACTTTCGAGGGAGCTTGAGGAG 3 48 



;gtatttg-cgagccataaac 



Qy 414 TATAGCTTCGATAGTCGCAAAAGTTGAAAGGGATTTTGAAATAGACAAGCTGAAGAAGAT 473 

Db 408 TGCGGCTTCAATCATCGCAAAGGTGGAAAGGGAGCGGGAGATTGAGAGGCTGAAAGAAAA 46 7 

Qy 474 TTATGGAGACTTTGGGAGTGGATATCCATCAGATCTAAGAACCATCGAA-TTTTTAAGGA 532 

Db 468 ATTCGGGGATTTCGGCAGCGGCTATGCGAGCGATCCGAGGACAAGAGAAGTGCTGAAGGA 52 7 

Qy 533 GT TATCTAAGGGAACACAAAAGTTTTCCACCAATCGTAAGAAAGAGATGGAAAAC— 58 7 

Db 52 8 GTGGATAGCTTCAGG CAGAA TTCCGAGCTGCGTGAGAATGCGCTGGAAGACGG 580 

Qy 588 T C T C AAAAGAT T GACAACGCACAC T T T AAGCGAT T T C T 625 

Db 581 TGTCAAATCTGAGGCAGAAGACGCTTGA — CGATTTCT 616 



RESULT 2 
AE-OO-lO-62-l/c 

; Sequence 1, Application AE/001062 

; GENERAL INFORMATION 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; APPLICANT: 

; TITLE OF INVENTION: 

; FILE REFERENCE: 

; CURRENT APPLICATION NUMBER: AE/001,0621 
; CURRENT FILING DATE: 

; PRIOR APPLICATION NUMBER: 00/10621 

; PRIOR FILING DATE: 

; prior applicaii::: :;::g:?.: 

; PRIOR FILING DATE: 

; PRIOR APPLICATION NUMBER: 

; PRIOR FILING DATE: 



